Figure 1 

1 gatcgcggagtcggtgctttagtacgccgctggcacctttactctcgccggccgcgcgaa 60 

M S L 

61 cccgtttgagctcggtatcctagtgcacacgcctttgcaagcgacggcgccatgagtctg 12 0 

TSSSSVRVEWIAAVTIAAGT 
121 acttccagttccagcgtacgagttgaatggatcgcagcagttaccattgctgctgggaca 180 

A A I GYLAYKRFYVKDHRNKA 
181 gctgcaattggttatctagcttacaaaagattttatgttaaagatcatcgaaataaagct 24 0 

MINLHIQKDNPKIVHAFDME 
241 atgataaaccttcacatccagaaagacaaccccaagatagtacatgcttttgacatggag 3 00 

DLGDKAV YCRCWRSKKFPFC 
3 01 gatttgggagataaagctgtgtactgccgttgttggaggtccaaaaagttcccattctgt 3 60 

DGAHTKHNEETGDNVGPL I I 
361 gatggggctcacacaaaacataacgaagagactggagacaatgtgggccctctgatcatc 42 0 

K K K E T * SEQ ID NO: 625 
421 aagaaaaaagaaacttaaatggacacttttgatgctgcaaatcagcttgtcgtgaagtta 480 
481 cctgattgtttaattagaatgactaccacctctgtctgattcaccttcgctggattctaa 54 0 
541 atgtggtatattgcaaactgcagctttcacatttatggcatttgtcttgttgaaacatcg 600 
601 tggtgcacatttgtttaaacaaaaaaaaaaaaaaaa SEQ ID NO: 624 636 
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LIIKKKDT SEQ ID NO: 626 BOVINE 

LIIKKKET SEQ ID NO: 625 HUMAN 

LIIKKKET SEQ ID NO: 627 MURINE 

Figure 3 

1 50 
MGLSSNSAVR VEWIAAVTFA AGTAALGYLA YKKFYAKENR TKAMVNLQIQ 

51 100 
KDNPKWHAF DMEDLGDKAV YCRCWRS KKF PFCDGAHIKH NEETGDNVGP 
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LIIKKKET SEQ ID NO: 627 MURINE 



